Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.005 Å; R factor = 0.051; wR factor = 0.123; data-to-parameter ratio = 16.6.
In the title compound, [Cu(C 16 H 14 N 5 ) 2 ]Cl 2 Á2CH 4 OÁ2H 2 O, the cationic metal complex resides on a crystallographic centre of inversion, with the Cu 2+ bonded to two bis(1H-benzimidazol-2-ylmethyl)amines (IDB). The coordination geometry of the Cu 2+ ion is distorted octahedral with an N 6 ligand set. A threedimensional framework structure is formed by means of hydrogen bonds and -interactions formed between imidazole and phenyl rings, and between phenyl and phenyl rings, with centroid-to-centroid distances of 3.690 (2)-3.977 (2) Å and interplanar spacings of 3.445 (2)-3.502 (2) Å .
Related literature
For related literature, see: Adams et al. (1990) ; Qin et al. (2005) ; Santoro et al. (2000) ; Suresh et al. (2006) ; Yan et al. (2004) ; Yu et al. (2006) . For the treatment of disordered solvent, see: Spek (2003) .
Experimental
Crystal data [Cu(C 16 Table 1 Hydrogen-bond geometry (Å , ). Data collection: Bruker SMART CCD (Bruker, 2001 ); cell refinement: SAINT-Plus (Bruker, 2001) ; data reduction: SAINTPlus; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: SHELXTL (Bruker, 1997) ; software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: GG2050).
Bis[bis(1H-benzimidazol-2-ylmethyl)amine]copper(II) dichloride methanol disolvate dihydrate X. Xia, Y. Zhang, Y. Qu, X. Chen and T. Liu Comment Imidazole (Im) and benzimidazole (Bzim) are common species having biological and biochemical structure and function (Santoro et al., 2000) . Several compounds containing more than one benzimidazole moiety have been reported recently, e.g. Yan et al. (2004) , Qin et al. (2005) , and Yu et al. (2006) . The title compound, (I), was prepared in a series of syntheses to produce new benzimidazole derivatives, and we report the crystal stucture herein.
The main geometric parameters of (I) are listed in Table 1 , and the molecule structure is illustrated in Fig. 1 . In (I), the Cu atom displays a distorted octahedral coordination geometry provided by two tridentate IDB ligands: one amine N atom and one benzimidazolyl N atom of each ligand make up the equatorial plane and another benzimidazolyl N atom of each ligand occupies the axial position. As shown in Table 2 and Fig. 2 , the molecules are stablized by intermolecular Cl···H-N, Cl···H-O and O···H-N hydrogen bonds and π···π stacking, leading to the formation of a three dimension network.
All reagents and solvents were used as obtained without further purification. Bis(benzimidazol-2-yl-methyl)amine (IDB) was prepared according to the method described by Adams et al. (1990) . Compound (I) was synthesized by reaction of IDB (0.54 g, 2 mmol) and copper(II) chloride dihydrate (0.17 g, 1 mmol) in methanol (40 ml) at 333 K for 8 h. The resulting solution was filtered and purple crystals of (I) suitable for X-ray diffraction were obtained by slow evaporation of the filtrate at room temperature after one week (yield 55%).
Refinement
All H atoms bonded to C atoms were placed in calculated positions and constrained to ride on their parent atoms, with C-H distances in the range 0.93-0.97 Å, with U iso (H) = 1.2U eq (C). H atoms bonded to N atoms were located in a difference map and were refined with distance restraints of N-H = 0.86 (1)Å and U iso (H) = 1.2U eq (N). Similarly located water H atoms were refined with distance restraints of O-H = 0.82 (1) Å, H···H = 1.35 (1)Å and U iso (H) = 1.5U eq (O) . During the refinement of the structure, electron-density peaks were located that were believed to be highly disordered solvent molecule molecules (possibly methanol and water solvent). Attempts made to model the solvent molecules were not successful. The SQUEEZE option in PLATON (Spek, 2003) indicated there was a solvent cavity of volume 209 Å 3 containing approximately 18 electrons. In the final cycles of refinement, this contribution to the electron density was removed from the observed data. The density, the F(000) value, the molecular weight and the formula are given without taking into account the results obtained with the SQUEEZE option PLATON (Spek, 2003) . Similar treatment of disordered solvent molecules were carried out by Suresh et al. (2006, and references therein) .
sup-2 Figures   Fig. 1 . Molecular structure of (I), showing the atom-numbering scheme. Displacement ellipsoids for non-H atoms are drawn at the 30% probability level. 
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